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SEQUENCE LISTING 



<110> SUNTORY LIMITED 

<120> Inhibitor and Activator of Coupling Factor-6 and Antigen thereto 
<130> YCT-515 

<140> PCT/JP00/5210 

<141> 2000-08-03 

<150> JPA 264687/99 

<151> 1999-09-17 

<160> 24 

<210> 1 
<211> 76 
<212> PRT 
<213> Human 
<400> 1 

Asn Lys Glu Leu Asp Pro He Gin Lys Leu 
15 10 
Phe Val Asp Lys He Arg Glu Tyr Lys Ser 



15 



20 



Lys Arg Gin Thr Ser Gly Gly Pro Val Asp 



25 



30 



Ala Ser Ser Glu Tyr Gin Gin Glu Leu Glu 



35 



40 



Arg Glu Leu Phe Lys Leu Lys Gin Met Phe 



45 



50 



Gly Asn Ala Asp Met Asn Thr Phe Pro Thr 
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55 60 
Phe Lys Phe Glu Asp Pro Lys Phe Glu Val 

65 70 
Leu Glu Lys Pro Gin Ala 

75 



<210> 2 
<211> 76 
<212> PRT 
,<213> Rat 
<400> 2 

Asn Lys Glu Leu Asp Pro Val Gin Lys Leu 
15 10 
Phe Leu Asp Lys He Arg Glu Tyr Lys Ala 
15 20 
Lys Arg Leu Ala Ser Gly Gly Pro Val Asp 

25 30 
Thr Gly Pro Glu Tyr Gin Gin Glu Val Asp 
35 40 
Arg Glu Leu Phe Lys Leu Lys Gin Met Tyr 

45 50 
Gly Lys Gly Glu Met Asp Lys Phe Pro Thr 

55 60 
Phe Asn Phe Glu Asp Pro Lys Phe Glu Val 

65 70 
Leu Asp Lys Pro Gin Ser 

75 
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<210> 3 

<211> 5 

<212> PRT 

<213> Unknown 

<220> 

<221> 

<222> 

<223> Enterokinase recognition site 

<400> 3 

Asp Asp Asp Asp Lys 

<210> 4 
<211> 139 
<212> PRT 
<213> E. coli 
<400> 4 

Thr Met lie Thr Asp Ser Leu Ala Val Val Leu Gin Arg Arg Asp Trp 
15 10 15 

Glu Asn Pro Gly Val Thr Gin Leu Asn Arg Leu Ala Ala His Pro Pro 

20 25 30 

Phe Ala Ser Trp Arg Asn Ser Glu Glu Ala Arg Thr Asp Arg Pro Ser 

35 40 45 

Gin Gin Leu Arg Ser Leu Asn Gly Glu Trp Arg Phe Ala Trp Phe Pro 

50 55 60 

Ala Pro Glu Ala Val Pro Glu Ser Leu Leu Glu Ser Asp Leu Pro Glu 
65 70 75 80 

Ala Asp Thr Val Val Val Pro Ser Asn Trp Gin Met His Gly Tyr Asp 
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85 90 95 

Ala Pro lie Tyr Thr Asn Val Thr Tyr Pro lie Thr Val Asn Pro Pro 

100 105 110 

Phe Val Pro Thr Glu Asn Pro Thr Gly Ser Tyr Ser Leu Thr Phe Asn 

115 120 125 

Val Asp Glu Ser Trp Leu Gin Glu Gly Gin Thr 
130 135 



<210> 5 
<211> 97 
<212> PRT 
<213> E. coli 
<400> 5 

Thr Met lie Thr Asp Ser Leu Ala Val Val Leu Gin Arg Arg Asp Trp 

15 10 15 

Glu Asn Pro Gly Val Thr Gin Leu Asn Arg Leu Ala Ala His Pro Pro 

20 25 30 

Phe Ala Ser Trp Arg Asn Ser Asp Asp Ala Arg Thr Asp Arg Pro Ser 

35 40 45 

Gin Gin Leu Arg Ser Leu Asn Gly Glu Trp Arg Phe Ala Trp Phe Pro 

50 55 60 

Ala Pro Glu Ala Val Pro Asp Ser Leu Leu Asp Ser Asp Leu Pro Glu 
65 70 75 80 



Ala Asp Thr Val Val Val Pro Ser Asn Trp Gin Met His Gly Tyr Asp 
85 90 95 

Ala 
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<210> 6 

<211> 23 

<212> DNA 

<213> Artificial Sequence 

<220> 

<221> 

<222> 

<223> Primer used in PCR method 

<400> 6 
atgactgttc agaggatctt cag 

<210> 7 

<211> 27 

<212> DNA 

<213> Artificial Sequence 

<220> 

<221> 

<222> 

<223> Primer used in PCR method 

<400> 7 

gtcgactcag gactggggtt tgtcgag 

<210> 8 

<211> 23 

<212> DNA 

<213> Artificial Sequence 

<220> 

<221> 
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<222> 

<223> Primer used in PCR method 

<400> 8 

atgattcttc agaggctctt cag 

<210> 9 

<211> 28 

<212> DNA 

<213> Artificial Sequence 

<220> 

<221> 

<222> 

<223> Primer used in PCR method 

<400> 9 

gtcgactcag gcctggggtt tttcgatg 

<210> 10 

<211> 45 

<212> DNA 

<213> Artificial Sequence 

<220> 

<221> 

<222> 

<223> Gene coding for enterokinase recognition site and Eco RI recognition site 

<400> 10 

gaattcgacg atgacgataa gaataaggaa cttgatcctg tacag 

<210> 11 
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<211> 46 

<212> DNA 

<213> Artificial Sequence 

<220> 

<221> 

<222> 

<223> Gene coding for enterokinase recognition site and Eco RI recognition site 

<400> 11 

gaattcgacg atgacgataa gaataaggaa cttgatccta tacaga 

<210> 12 
<211> 20 
<212> PRT 
<213> rat 
<400> 12 

Cys Phe Pro Thr Phe Asn Phe Glu Asp Pro Lys Phe Glu Val Leu 
15 10 15 

Asp Lys Pro Gin Ser 
20 

<210> 13 
<211> 20 
<212> PRT 
<213> rat 
<400> 13 

Tyr Phe Pro Thr Phe Asn Phe Glu Asp Pro Lys Phe Glu Val Leu 
15 10 15 

Asp Lys Pro Gin Ser 
20 
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<210> 14 
<211> 19 
<212> PRT 
<213> human 
<400> 14 

Cys Leu Phe Val Asp Lys He Arg Glu Tyr Lys Ser Lys Arg Gin 
15 10 15 

Thr Ser Gly Gly 

<210> 15 
<211> 18 
<212> PRT 
<213> human 
<400> 15 

Leu Phe Val Asp Lys He Arg Glu Tyr Lys Ser Lys Arg Gin Thr 
15 10 15 

Ser Gly Gly 

<210> 16 
<211> 39 
<212> PRT 
<213> rat 
<400> 16 

Asn Lys Glu Leu Asp Pro Val Gin Lys Leu Phe Leu Asp Lys He 
15 10 15 

Arg Glu Tyr Lys Ala Lys Arg Leu Ala Ser Gly Gly Pro Val Asp 
20 25 30 

8/11 



Thr Gly Pro Glu Tyr Gin Gin Glu Val 
35 

<210> 17 
<211> 16 
<212> PRT 
<213> rat 
<400> 17 

Asp Arg Glu Leu Phe Lys Leu Lys Gin Met Tyr Gly Lys Gly Glu 
15 10 15 

Met 

<210> 18 
<211> 9 
<212> PRT 
<213> rat 
<400> 18 

Asp Lys Phe Pro Thr Phe Asn Phe Glu 
1 5 



<210> 19 
<211> 7 

<212> PRT 

<213> rat 
<400> 19 

Asp Pro Lys Phe Glu Val Leu 
1 5 
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<210> 20 

<211> 5 

<212> PRT 

<213> rat 

<400> 20 
Asp Lys Pro Gin Ser 

1 5 

<210> 21 

<211> 4 

<212> PRT 

<213> Artificial Sequence 

<220> 

<221> 

<222> 

<223> Factor Xa recognition site 

<400> 21 

lie Glu Gly Lys 



<210> 22 

<211> 31 

<212> DNA 

<213> Artificial Sequence 

<220> 

<221> 

<222> 
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<223> Primer for PCR method 

<400> 22 

gatcgagggacgtaataaggaacttgatcct 

<210> 23 

<211> 26 

<212> DNA 

<213> Artificial Sequence 

<220> 

<221> 

<222> 

<223> Primer for PCR method 

<400> 23 

gtcgacttaggactggggtttgtcga 



<210> 24 

<211> 8 

<212> PRT 

<213> Artificial Sequence 

<220> 

<221> 

<222> 

<223> Factor Xa recognition site containig peptide 
<400> 24 

Glu Phe Gly Leu He Glu Gly Lys 
1 5 
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: 1 2 

:13 



■;14 : 
■at ; 



r;u go t a , rvo j l 

1 n h i b .i to r"" a n d A 
4 6220 

U3 0 9/8 31 , 951 

2 0 01-05-16 
j?A 2 6>4 6c" 7 /'99 
1 '=1 99-0 9-l' ; 

? A 



c t i vat. or of 



■ up Ping Fact. or- 6 and Antigen there 



>1J • FP5 
>2 : ■ Hunan 

i o ■: i 

5n 3ys 31 u Leu Asp Pr 3 lie 31 n Lys leu 



1 



1 



no Oal Asp Lys 12e Ar 3 Glu Tyr Lys Ser 

1: .; C 

vs Arg Gin Thr Ser Gly Gly Pro Val Aso 

1. i 3er Ger Glu Tyr Gin Gin (31a Leu Gli 

- 4 j 

r o GLu Leu Phe Lys Lei 



-.sn /Ala Aso Met 



,ys Gin Met Pre 
Thr Phe Pro Trr 



rs Phe Glu A-g: Pro Lys Phe Glu Va. 



"7 ti 



■n; '*Lu Lys Pre- Gin Ala 



/ (■:■ 
P RT 
■ Rat 

vs G 1 j Leu A. -go Pro Val GLn Lys Leu 

3 1 0 

.eu Asp Lys 3 Arc Glu Tyr Lys A..u 

.rg Le.i Ala S~r Gly Gly Pro v a l Aso 

ly Pr:> 31 u Tyr (3 lr. Gin Gla Val Asp 

_.u Leu Phe Ly- Leu Lys Gin Met Tvr 



G5y Glu Met As£ Ly 



s Phe Pro Thr 



trie ;-.sn Phe Glu Asp Pro Lys Phe Glu Va 

Leu /Asp Lys Pro Gin Ser 

7 5 



3 1 0 



u n k n o w n 



48 



Asp 



21 1 



4 0 0:- 4 



ro 



o - V 



/ a 1 Thr G In Leu A s ri A r q Leu Ala Ala Hi: 



ro Lro Phe Ala Ser Trp Arg Asn Ser Glu GIu Ala Arg Thr Asp 
. n Leu Arg Ser Leu Asn Gly Glu Trp Arg Phe 



ro Pro Ser Gm 



/■.sp Leu 
Met. His 



Pro Se: 



;;iy Tyr Asp Ala Pro lie Tyr Thr Asn Val Thr Ty 



:i.E Thr Val. As-n Pro Pro Phe Val Pre- Thr Glu Asn Pro T) 



;iy Ser Tyr Ser 
; 1 a ( ■ 1 v Gin Thr 



I." S 



Thr Phe Asn Val As pi Glu Ser Trp Leu G.l 
ISO 1 



211: 



9 7 
PRT 

E. coll 



Ano Ser Leu Ah 



2 1. So 
4 jC 

'hr Met lie Thr 

1 S 
'ro Glu Asn Pro G.y Val Thr Gin 
_:0 



1.0 
Aon 



Leu Gin Arg Arg A.;-p 
Arg Leu Ala Ala H : s 



s ro Pro Phe Ala Ser Trp Arg Asn Ser Asp) Asp Ala Arg Thr Asp 
Lrg Pro Ser Gin G . n Leu Arg Ser Leu Ann Gly Glu Trp Arg Phe 



a Trp Phe rro 



:>e r /-.so 



r ro o .. u Ala 
■.-:0 

,.n Met His Gly Tyr Asp Ala 



Ala ; /a. rro Msp ser ueu i.eu A.: 
"' (> 

: Val Vol Val Pro Ser Asn T: 



2 10: 



2 1 



i. r t i f i c i a 1 S e q u e n o e 
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FCR method 



: : t g *_ t. c agaggatcti cag 



:>na 

Ar t i f 1 cia 1 Sequence 

:■ rimer used in ?CR method 
j.ct /ag gactggggtt ogtcgag 

• ...3 
: NA 

A.rtif i cial Sequence 

•rimer used in PCR method 
t. tc* tc agaggctctt cag 



r :ja 

Artificial Sequence 



Gone coding for enterokinase recognition site and Eco RI recognition 
!■' 

^ga :g atgacgataa gaataaggaa cttgatcctg tacag 




Sequence 



t rimer used in PCR method 



■otcag gcctggggtt tttcgatg 



1 : 
4 .■; 

c : LA 

Artificial Sequence 



50 



ho:: sit e a n a P, c R 



<4 



: i 



5a.:- tcg,:cg atgaccataa gaataaggaa cttgatccta tacaga 



I PT 

i it 

■'he : D ro Thr Phe Asn Phe 



3 j ~..ys Pro Gl 



be r 

20 



= p Pro Lys Phe 



Val Leu 



■ 21 : ■ 2 ■ 

■ J . ■ E PT 
: 1 • I -:t 

■; c ■ 1 ; 

: yr i he fro Thr Fhe Asn Phe Glu Asp Pro Lys Phe Giu Val Leu 
1 5 10 15 

Asp lys : : ro Gin Ser 

2 0 



: l ■: 


■ 1A 


;■ i : 


■ 1 ■ 




• PPT 


;. 1 : 


human 


; >. 


■ 14 


\ ' 3 


leu i he 


1 






Per ■ 1 v 



1 D 



15 



1 , 
1- 
PP T 
h j:tu 
1'. 



Asp Lys lie Arg Giu Tyr 



Lys 

10 



Ser Lys Arg Gin 



Thr 
15 



■ oh ■ 1.-. 

• : i -. 3 

• . 12 ■ PPT 

■ ._ 11; ■ rat 
< 1 0( 1 ■ IP 

Pys Glu Leu Asp Pro Val Gin Lys Leu Phe Leu Aso Lys lie 
1 5 10 ' 15 

^I'J "yr Lys Ala Lys Arg Leu Ala Ser Gly Gly Pro Val Asp 
-0 25 30 

Tnr Gly Pro Glu Tyr Gin Gin Glu Val 



51 



6 

rt 
■at 



Arg jIu Leu Phe L\ 



,eu Lys Gin Met Tyr Giy Lys Gly Glu 
10 15 



2 it 



■' p -ys Phe Pro Thr Phe Asn Phe Glu 



1 I 



E PT 
I nt 
1 > 

ro lys Phe Glu Val Leu 

5 



PPT 
r -j t 



^ys r" ro Gin Ser 

5 



Pr I 



- 1 "■■ ■ Artificial Sequence 

• • E-' :: :tor Xa recognition site 
i ' t .-lu i"-: ly Lys 



1 I 
L } PA 

Artificial Sequence 



P: imer for PGR method 



q a r -. g a a g g a c g t a a t, a a g g a a c 1 1 q a t c c t 
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53 



